Primary structure of the histone 2B gene in the white root rot fungus, Rosellinia necatrix.
The nucleotide sequence of the histone 2B (H2B) gene in the white root rot fungus, Rosellinia necatrix, was determined. The gene has two introns in the coding region at positions conserved in the Neurospora crassa and Aspergillus nidulans H2B genes, but the third intron present in the H2B gene from N. crassa and A. nidulans is absent in the R. necatrix H2B gene. The amino acid sequence of the coding region of the R. necatrix gene resembled that of N. crassa and A. nidulans. Therefore, the third intron in the H2B gene of N. crassa and A. nidulans may have been inserted into the present position after species diversification.